


2

n
atu

re
research

|
rep

o
rtin

g
su

m
m

ary
A

p
ril2020

Field-specific reporting
Please select the one below that is the best fit for your research. If you are not sure, read the appropriate sections before making your selection.

Life sciences Behavioural & social sciences Ecological, evolutionary & environmental sciences

For a reference copy of the document with all sections, see nature.com/documents/nr-reporting-summary-flat.pdf

Life sciences study design
All studies must disclose on these points even when the disclosure is negative.

Sample size

Data exclusions

Replication

Randomization

Blinding

Reporting for specific materials, systems and methods
We require information from authors about some types of materials, experimental systems and methods used in many studies. Here, indicate whether each material,
system or method listed is relevant to your study. If you are not sure if a list item applies to your research, read the appropriate section before selecting a response.

Materials & experimental systems

n/a Involved in the study

Antibodies

Eukaryotic cell lines

Palaeontology and archaeology

Animals and other organisms

Human research participants

Clinical data

Dual use research of concern

Methods

n/a Involved in the study

ChIP-seq

Flow cytometry

MRI-based neuroimaging

Antibodies
Antibodies used

Validation

Eukaryotic cell lines
Policy information about cell lines

Cell line source(s)

Authentication

Mycoplasma contamination

from the authors upon request (Nitin Roper, nitin.roper@nih.gov or Anish Thomas, anish.thomas@nih.gov).

The trial was conducted with use of an optimal two-stage phase II trial design to rule out an unacceptably low ORR rate of 15% in favor of an
improved response rate of 35% with an alpha value of 0.10 and beta value of 0.10. Futility was defined as zero to three responses in the first
19 patients; accrual would continue to 33 patients if there were four or more responses in the first stage. The trial enrolled 20 patients, but
closed to further accrual after only 2 of 19 patients had responses (Ref 15)

All samples with insufficient tumor for RNA-sequencing were excluded from analyses. In discovery cohort, one sample with post-pathology
review of atypical carcinoid was excluded and in validation cohort a sample was later determined to be from a patient with a non-small cell
lung cancer diagnosis therefore this patient was excluded.

There were no attempts for replication of Figures 1-4 due to the nature of the study. At least three replicates were used for experimental
studies shown in Figure 5.

There were no randomizations as the original study was a single-arm clinical trial.

Investigators who were responsible for obtaining samples for the validation cohort were blinded to the discovery cohort results. Additionally,
investigators who performed any immunohistochemistry scoring were also blinded to the cohort results.

The antibodies used were cleaved NOTCH1 (CST 4147; dilution 1:1000), HES1 (CST 11988; dilution 1:1000), YAP1(CST 4912; dilution
1:1000), MHC Class I (Hokudo AB-46-H; dilution 1:10000), PSMB8 (CST 13635; dilution 1:1000), !2M (CST 12851

All antibodies are well-validated by manufacturers and are highly cited within the literature

ATCC NCI-82

STR testing

Cell lines were routinely tested for mycoplasma and were negative prior to each experiment.




